SCANVI {18 + Harmony #tIRARIE : 8173 SR

1. ff%'ﬁﬁu)\
HNBWE: in/scanvi.hsad (HRREGATIEL, 48 4l X 40 E[A]; obs.label € {A, B, Unknown}, A/B
£ 20. Unknown 8; obs.batch € {bl, b2} % 24; obsm["X pca"] 48X5),

- NS SHA256 (i1 16 fi7) : déb62ca734cadbfa (T HIR[EIN inputs_sha256 5ER{EN
d6b62ca734cadbfasb6df22c7635bb3a8e5e6e0093b54eb31b17657ed798efb32)

2. 181728 (BWHIEX THELHIIT)

L2 THRH52

P ERE | scviannotate_scanvi: h5ad=in/scanvi.h5ad, labels_key=label, batch_key=batch,
max_epochs=2, seed=42, speciesshuman, counts_layer=X

HIXAZIE | scviharmony_embedding: h5ad=out/scanvi-59937bd0238f/annotated.h5ad,
embedding_key=Xx pca, batch_key=batch, max_iter=3, seed=42

JRiEER: | scvigec_summary: FIANSHIHEN 48 4 X 40 FF, i UMI 481, A 37, £k
RLAEEA O

HONE] scviembedding_plot: MRIER([% batch &t UMAP; AZIEJ5E i Harmony HSCHiH
corrected embedding.npy Fij 2 4E£5H

AT N E B AHIE L CPU &8%; scANVI JIIZk HERAIA Trainer. fit stopped: max epochs=2 reached,
Harmony Hi&R#IA KMeans #4615 3 ik 58,

3. B E R

- WER1TV—1k: label probabilities.csv 4817 X 2% (A, B), Z47KH min=0.99999988.
max=1.00000006, FHAMmZE 1.2X107 (FRREELRAD, ZITIH—ILAL,

- Mg G MRRSIRERORII—E, N 48 MK ID (cell0---celld7), S#iA obs X M,

- R BRRE . scANVI 5 Harmony %) harmonized. hsad SR B RAGTHECERE (QC EZH Nt [Ry
48X 40, Hfiz UMI 481); Harmony {UHEMIELN corrected_embedding.npy (48 X5, 2HAHIRME),
B2 X 5 obsm["X_pca"lo
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scANVI label probabilities by batch (48 cells, 2 epochs)

batch b1 (n=24) batch b2 (n=24)
1.09 -~ @ predictedA 109 -~ @ predictedA
™~ @ predicted B \\\ @ predicted B
0.8 0.8
0.6 0.6 1
= . o Q@
o a
0.4 0.4
0.21 021
0.0 1 0.0
0.0 0.2 0.4 0.6 0.8 1.0 0.0 0.2 0.4 0.6 0.8 1.0
P(A) P(A)

2 2 | SCANVI WM/ 1 (1% batch 7yt ; Xt ELHN P(A)=P(B)),

B UM W HER LREERE S (%)

50 A
124
51 40
10 1

8 30

] al
14 24 ‘
0- 0 I ! 0

20 A

10 4

T T T T T
470 480 490 500 34 36 38 40 -0.4 -0.2 0.0 0.2 0.4

3 B3| WA/ BRI QC S,
4. 45PN E

ERSMERY): out/scanvi-59937bd0238f/annotations.csv, out/scanvi-59937bd6238f/

label probabilities.csv. out/scanvi-59937bd@238f/annotated.h5ad, #%Y out/scanvi-59937bd0238f/
model/model.pto

HLRFZIEF=Y: out/harmony-cef07630dd66/harmonized.h5ad, out/harmony-cef67630dd66/

corrected embedding.npy,o

RiGHRAE: out/umap before batch.png (BZIERT UMAP). out/harmony after 2d.png/.svg (BEIESEHER
J=ON out/fig before after.png (LHEXE),

5. BRili (aZiinsi i)
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